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Figure 1 (A-F) 

Construct Forms Comprising at Least one Single-Stranded 

Region 




Figure 2 (A-F) 
Functional Forms of the Construct 
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RNA 
Porase 



Cognate Product 
Promotor Sequence 




Cognate RNA PoPase Product 



Promotor Sequence 




Second RNA Second Product. 



Promotor Pofase Promotor Sequence 



Figure 3 (A-C) 



Three Constructs with an RNA Polymerase 
Covalently Attached to a Transcribing Cassette 
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Product T7 First RNA T7RNA 

Sequence Promotor Promolor Porase 

(e.g. Pot III) 



RrstRNA T7 T7RNA Product 

Promotor . Promotor Pol'ase Sequence 

(e.g. Pol III) 



First RNA T7 T7RNA T7 Product 

Promotor Promotor Pol'ase Promotor Sequence 
(e.g. Pol III) (Weak) (Strong) 



Figure 4 (A-C) 



Three Constructs with Promoters 
for Endogenous RNA Polymerase 
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M13mp18. Seq Length: 7250 



1. 


MTQCTACTA 


CTATTPGTAG 


AATTCATQOC 


AOO'1 1 1 ICAG 




51. 


AM7GAAAAT 


ATAGCTAAAC 


AQGTTATrGA 


OCATmGOG'V 


AATGTATCTA 


101. 


ATQGnrMAC 


TAAATCTACT 


OGTTDQCAG^ 


AT7t3QQAATC 


AACTGnrrACA 


151. 


TOGAATCAAA 


CUCCfiGfiCA 


OOGTACTTTA 


GTOCATATT 


TAAAACAtGT 


201 


IGfiCCTACfiG 


GAOGAGMTC 


AQCMTTAAG 


CTOAAOXA 


TDOQCAAAAA 


251 


TGAOCTCTTA 


TCfiAMSGAG 


CAATTAAAQG 


TACTCTCTAA 


TOCTG'VXTC 


301. 


TTOQAGIIIG 


cmocxaGfTcr 


GGnTOQCTTT 




TTAAAAOSCG 


351. 


ATATTPGAAG 




rrCCTCTTAA 


TCI 1 n IGAT 


GCAAftXXaCT 


401. 




CTATAATAGT 


CfiGCGTAAAG 


AOCTGATTTT 


TGATnATGG 


451. 


TCATrCTCGT 


IIICIGAACT 


GTITAAAQCA 


TTTGAQGOOG 


ATTCAATGAA 


501. 


TATTTATGAC 


GfiTVCCOCfiG 


TATFOGfiOaC 


TATOC^GTCT 


AAACATTTTA 


551. 


CTATTACXXC 


ClUnSQCAAA 


ACTTCTTTTG 


GflAAAQCXnC 


TOGCTATTTT 


601. 


G(il 1 1 1 lATC 






TATGMAGTG 


TTQCTCIIAC 


651. 


TATQCXTTDGT 


AATTCCTTTT 


QQCxsnTAnsr 


ATUrOCATTA 


GTTGAATGrG 


701. 


GTAIICCIAA 


ATTCTCAACTO 


ATGAATCTTT 


CTACCrGTAA 


TAATGTTGTT 


751. 


CCGTTASrrC 


Gl 1 1 lATTAA 


OGnTAGAI 1 1 1 






801. 


GTATAATG^ 


(XAGTrcrrA 


AAATCGCATA 


AGGTAATTDV 


CAATGATTM 


851. 


AGTTGAAATT 


AAACCATCrC 


MQOCCMTT 


TACTACTCGT 


■rcraGTCTTc 


901. 


TDG7CflQ33C 


AAQCTTATT 




QGflQL;illGI 


TACX57TGATT 


951. 


TQC33TAATG^ 


ATA7CCQGTT 


CTTGTCGAAG 


ATTACrCTTG 


ATGAAQGTGA 


1001 


aXAQDCTAT 


GCOCCV0C\C 


TGTPCAOOGT 


TCATCTGTCC 


TCTTTGAAAG 


1051 


mjGTG^^Grr 


a3GTnxcrr 


ATGM7GACC 


GTLTUJGLX;! 


oGnDOQcrrr 


1101 


AAGTAACATG 


GOQGfiQGTaB 


CQGATTTOG^ 


CACAATTTAT 


CA3Q0GMGA 


1 151 


TACAAATCTC 


CGrTGTAOCTT 


TGTT7DQCGC 


TTGOrATAAT 




1201 




TGTnTAGTG 


TA7TCTTTCG 


ccrcnroGT 


TTTAQGTTGG 



Figure 5 



M13mp18 Nucleic Acid Sequence 
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1251 ■n3CX:TTOGrA GTCCCmAC GTATTTTACC OSmfiATGG AAACTTCCTC 

130 1 ATG^AAAAGT CnTAGTCCT CAAAQOCTCT GTACOOCSnG CrAOXTCGT 

1351 TOCXMQCTG TUnTOGCTlG CTGflQ3Grr^ OG^TDOOQG^ AA/msaXT 

1401 TTAACrCCCT eCfiACSCCTOK C30CfiCCGAAJ ATATCQGTTA IQOGTQGQOG 

1451 ATQL5IIGIIG TCATPSTDOG OGCAfiCTAlC QGrATCAAQC TGTTTAAGAA 

1501 ATTCACCTCG AAAQGAAQCT GMAAAOOG^ TACAATTAAA GQCTOCmT 

1551 QGAQOCmT M mGGAG<V T7TTCAACGT G^AAAAATTA TTATTCGCAA 

1601 TTCCnTAGT lUIICCIIIC TATTCTCACT OOGCTGAAAC TGTTGAAAGT 

1651 TGTTTAQCM APCCCCfiJAC AGAAAATTCA nTACTAACG TCTOGAAAGA 

1701 OG^CAAAACT TTAGATCGTT AOQCTAACTA TG<V33SrrGr CTOTOGaATG 

1751 CTACAGQOGir TCTAGrTTTGT AJIGUlGiVDG AAACTOVGTG TTACQGTACA 

1801 TOGGmOCTA TTQOaCTTQC TATOCCTGAA AA'na'V3(3GIG GTQQCICIGA 

1851 QaSTQQDGGT TCTGflQQGOG GOGGTICTGA Q3SlQQC23Gr ACTAAAOCTC 

1901 CIGNSTACGS TGATACAOCT ATTOOQGGCT ATACTTATAT CAACXCTCTC 

1951 GfiOGGCfiCTf A7D0Q0CIQ3 TACTGAQCAA AAOCXXXTA ATCCTAATCC 

2001 TTCTCTTTGAG GfiGTCiCfiGC CTCTTAATAC TTTCATGTTT CAG^ATAATA 

2051 QGmOOGAAA JJ<3S2CN3331 QGATTAACTG TTTATAOQQC CACTGTTACT 

2101 OWaOCflCTG AOOOOGTTAA AACTTATTAC CAGTACACIC CrGTATCATC 

2151 AAAAQOCATG TATXSAOQCTr /CTQGAAOGG TAAATIGAGA GACTQCX3CTT 

2201 CAAQQCACIG ADOOOGTrAA AACTTArTAC CAGTA2ACTC CTGTATCATC 

2151 AAAAODCMG IGCCVCAfiCC TCCTGT C AAT GOrnnGGGG QCTCTOGTGG 

2201 TCCATTCrOG CTTTAATCAA GATOCATTOG nrGTCAATA 7CAAQQCCAA 

2251 TOGTCTGAOC Tt30CTCAAX TCCnGTCAAT nr i rrvrrm, QJIU G GIUG 

2301 TOSnCTOGT - QQ0C33ClCn3 /GQSTQGIQG CICnGflGQGT GG0GG7TCTG 

2351 AGQSn3QCX3G CTCIGOQQGi\ GGtXlHriUJG GFOSTOGCTC TTasnaXSGr 

2401 GATTTTGATT ATGAAAAGAT Q^Q^A'm:^• AATAAQGOaG CTATOADCGA 

2451 AAATQOOGAT &^AAA03CCC TACAGTCTGA OGCTAAACCC AAACTTGATT 

Figure 5 
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2501 CTGIQXTAC TG^TTAOQGT QCmTOTOG ATQGTmCAT TOGTGACGTT 

2551 TOOQQOCnG CrMTOGTM TQC37QCTACT QGTGOTTTG CTOQCTUTM 

2601 TPXCAAATC QCTOMGlOa GI»VDQSTG^ TAATTCACCT TTAATGAATA 

2651 ATTTOOGTCA ATATTTACCT TOOCTOOCTC AATOQGTTIG'V ATSTOaCXCT 

2701 TTTGTCnTA QCXaCIGGTAA AOCATATCAA TTTTCTATTG ATTCTOACM 

2751 AATAAACTTA TTOOGTOGnG TCnTQCGrT TCTTTTATAT GnOCCfiOCT 

2801 TTATGTATGT ATTTTCrACG TTTQCTAACA TAOQCXSTAA TAAGGAGVCY 

2851 TTATCATQCX: AGTTCTTTTG GGTATTDOGT TATTATTOOG TTnOCTCQGr 

2901 TTCCTTCTOG TAACTTTGIT OQQCrATCIG CTTACTTTTC TTAAAAAQQG 

2951 OTOOGfTAAG ATAQCTATTG CTATTTCATT Gl I I C I I G CT CTTATTATTG 

3001 QEXTTAACTC AATICIIGIG QGTTATCTCT CTGATATTAG OXTCMTTA 

3051 OOClUTGACr TTGnCflQC3G TGTTCAGTTA ATTCTOXGT CTAATQCQCT. 

3101 TcoCTGrrrr tatgttattc tctctgtaaa qqctqctatt ttcatttttg 

3151 AOGrrAAACA AAAAATDGTT TCTTAnrGG ATTGQGATAA ATAATATQQC 

3201 TGTTTATTTT G^AAOOGOK AATTAGQCTC TOCAAAGfiCG CTOCTTAGOG 

3251 TTQGTAAGAT TCAQGATAAA ATTGTAQCTO QGnXXAAAAT AQCAACTAAT 

3301 CTTGATTTAA GCSCUCAAAA OCTOOOQCM GTlXUa<V3Gr TOQCTAAAAC 

3351 QCXnCQOGrr CCTAGMJAC 0Q3MAAQX TTCTATATCT GA7TTQCT7G 

34 01 CTATTOGQOG CX3GTAATGM" TOCTAOGMTC AAAATAAAAA CQQCTIQCTT 

34 51 GTTCTOGATG PGPGOOGTAC TTGGTTTAAT ADCOSTTCTT GGMTGMAA 

3501 GGWGACAG CXX5MTAT7G ATTQGTTTUr ACTOCTOGT AAATTAGGAT 

3551 QQGATATTAT IIIICIIGTT CAQG^CTAT CrATTGITGA TAA/CfiGSCX^ 

3601 OGmCTOCAT TAQCIGAACA TGTTGTTrAT TCiTOGIOGIC IGGfCfiCm 

3651 TACrnACCT- TTTGiaSGfTA CTTTATATTC TCTTATTACT CCCKX^MAA 

3701 rarrcrax taaattacat GnGoosnG ttaaatatgg ogmtctcaa 

3751 TTAAQOOCTA CTGnGflQOG TTGQCTTTAT AIHQGTAAGA ATTTGTATAA 

3801 OGCATATCW* ACVAAACfiCSG CTmTCTAG TAATTATGAT TCOQGTOTTT 

Figure 5 
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3851 ATTCTTATTr AAOQCOTAT TTATGACAOS GrcOGTATTT CAAACCA7TA 
3901 AATTTAGC3TC AGAAGMQAA ATTAACTAAA ATAATATTGA AAAAGTrTTC 
3951 TOOXailuii TGTCmaOG^ TTQCMTTiQC ATCAGC^TTT ACATATAGTT 
4001 ATATAACXTA AOCTAAQDOG GAQGTTAAAA AOGTASIUTC TCAGAOCTAT 
4 051 GATnTGATA AATTCACTAT TGACTCTTCT CAQOGTCTTA ATCTAAGCTA 
4101 TCQCTATCTT TTCAAQGATT CTAAQQGAAA ATTAATTAAT AODGfiOGMT 
4151 TfiCfiCfiAGCA AQGTTATTCA CTCACATATA TraATTTATG TACTGmfCC 
4201 ATTAAAAAAG GTAATTCAAA TGAAATTGTT AAATGTAATT AATTTTGTTT 
4251 TCTTGA7GTT TGTTTCATCA TCTrCTTTTG CTCAQGirAAT TGAAATGW 
4301 AATOGOCTC TOOQCXWTT TGTAACTTQG TATTCMAQC AATC;flQQOG^ 
4351 AATOCGrtATT G\ I ICICXXX3 ATGTAAAAQG TACTGTTACT GTATATTCAT 
44 01 CTG'y^GTTAA ACCTGfiAAfiJ CTACQCAATT TCTTTAnTC TGTTTTACGT 
4451 GCTAATAATT TTGATAATGGT TGGTTCMTT CCTTOCATAA TTCAGMGrA 
4501 TAATCCAAAC AATCAQ»\TT ATATTGATGA .ATTOCCATCA TCTGATAATC 
4551 AQaWATG<V TGATAAT7DC QCTOCTTCTG GIG tjl I I C I I TGnOXSCAA 
4601 AAT6ATAATG TTACTCAAAC mTAAAATT AATAAOGTTC eG3CMa3^ 
4651 TTTAATACGA GTTGICGW TGTTTGTAAA GTCTAATACT TCTAAATCCT 
4701 CAAATGTATT ATCTATTC^C GGCTCTAAIC TATTAGTTGT TAGTGCTOCT 
4751 AAAGATATTT TAGAIAAOCV TCCTCAATTC CVnCTACTG TrGATnOCC 
4801 AACTG^OC^^G ATATTGATTG AQQGnTG^VT ATTTGAGGTr CA3CflAQSIG 
4 851 ATGCTTTAG^V TmTCAnT OCTGCJOGCX OCfiCOGJOG CAC1GI IGCA 
4901 GGOGGIGIIA ATACHGAOOG CCTCACXTTCT GTTTTATCTT CRXTOSraG 
4951 TTOGmSGGT ATTTTTAATG GCXBAIGIIll ACSCCCTATCA GrRDOOQCAT 
5001 TAAAQACTAA TAQOCATTCA AAAATATTGT C IGIU XXG TATTCTTACG 
5051 CrnCAGGTC PCAAC3GGnC TATCTCTGTr OOCCfiG^K^ TCCCTTTTAT 
5101 TAAAGACTAA TAQCXATTCA AAAATATTGT CTGTtaOCftCG TATTCTTACG 
5151 OGmGAQOG TCAAAATGTA QGTATnOCyv TG^QCGmT TOCI UI IGCA 

Figure 5 

M13mp18 Nucleic Acid Sequence 
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5201 ATGQCTQGDG. GTMTATTGT TCrGGATATT AXA3C>W33 (XG^TAGTTT 
5 251 GAGnCTCT fiCrCfiC332AA GTGMGTTAT TACTAATCAA AG^AGTATTB 
5301 CTACAJ^CGGT TAATTTOOGT CAltSGfiCfiCfii CTCTITrACT CQ3Ta3XTC 
5351 AOTGfiJT ATA AAAACACYTC TCAAGATTCT QQCX^T/ODOGT TCCTCTCTAA 
54 01 AATOCCTTTA ATOGQOCTOC TGTTTAQCTC CXXnCTGM 7CGWGflQ3 
5451 AAAQCAOGIT ATAOGHnOCTC GICAAACCAA CCATAGTfiOQ CQDOCTGTAS 
5501 OQQOQCmA AXGCOGUii GTC IU jlGGT TAOaOQSAa: GTG^mSCTA 
5551 CfiCnCCCfiG CX300CWQ0G OOOQCTOOT TCQCTTTCTT CCCTTCCnT 
5601 CroOOCMGr TOOCCOOCnT TOOOOGTCM QCTCTAAATC Q33GQ3Tar 
5651 TTTAGQGrmC OSATTTAGTO CTTTADOQCA CClOGfiCCCC AAAAAACTTG 
5701 ATTOOGTO^ TOGTrCADGT ASOraQOOCAT OQCXXTOWA G^«:GGTmT 
5751 OGOCXmrc^ OSnaSfiGTC CAOGTrCI 1 1 mtagtqgac tcttgttcca 
5801 AACVGGAACA ACACICAAOC CTATCTCOaS CTATrCTTTT GATTTATAAG 
5851 QQATTTTQOC GM I lUUiAA CXAXATCM ACAGGATTTT 0QDCTQCR3G 
5901 QSCWCCfiG aSPOG/COOC TTOCTOGAAC TCICICAGQG 00<«30GG1G 
5951 AAQGQCMTC AQCTOnOX OGTCTOQCTG GPGAAAACfiA AAAOCAOXT 
6001 GQOQCXXW A3QCVWXX3 (XTCTOCXXX3 CX30GnQ3X GATTCATTAA 
6051 TQCAacnOaC AOGflCAOSrr TOCXXSftCTQG AAfiOOOGGCA GTGfiCCXSy^ 
6101 CGCAATTAAT GIGAGTWOC TGACTCATTA GQCAXOCAS QCnTACACT 
6151 TTA71QCTTCC QCrTOGTATG TTGTGTQC^ TTCTGimaG ATAACAATTT 
6201 CfiCfiCfiOGAA. ACAGCTAIGA OCAJGATTPC GAAJVOGfiOC TOQGTAXOG 
6251 QOGATOCTCr AGfiGPOGfiCC TCC^VaOC^TC A::nQQOOGTC 
6301 GTTTTACAAC GTDGTQflCIG GGAAA^aXJT GQOGTTAXC AACTTAATOG 
6351 CXTnX«3GA - G^TDOCXrrr TOCaXflQCTC QCJGTAATAQC G<VOV3300C 
6401 QCflOOGflOOS CXXJI ICXXM CftGnOSQCA GC3CIG<VUQG OG^MQQCHD 
6451 TTTQOCTOCSn' . TOXacr:^ AS'VSQOGSIG Oa33VW3Cr GQCTOGAGIG 
6501 aS^TCTTDCT GflOOXG^TA CXaGTOGIOGr OOOCTCAAAC TQ3C:AG<«QC 

Figure 5 

M13mp18 Nucleic Acid Sequence 
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6551 


ADQGnTACXa^ 


1G0QG0CA7C 


TAGftOCftAOS 


TAAOCTATCX; 


CATTACxasrc 


6601 


MTOOQOOCT 


TTGTTCOCAC 


GGfiGfiAFOCG 


AOGQGaTGTT 


ACVCCCTCfiC 


6651 


ATTTAATGTT 


G^'PSAAAGCr 






OCAATTfiCm 


6701 


T7G^^Qc^0G^" 


TCCTATTQGT 


TAAAAAATTG^ 


QCTGATTrAA 


CAAAAATTTA 


6751 


AOSDGAATrr 


TAACAAAATA 


TTAAOGTTTA 


CAATTTAAAT 


ATTTGCTTAT 


6801 


ACAAlCnOC 


TCalilllUQG 


GCIillClGA 


TTATCAACCXB 


QQGrrADVTAT 


6851 


G^TTCACATG 


CTACallllAC 


GMTfiOCXSn 


CATCGOTCr 


CTTGTTTGCr 


6901 








TTSTAGATCT 


CrCAAAAATA 


6951 


QCTAOOCTCT 




nTATCAQCT 


AGfiACXXSUG 


AATATCATAT 


7001 


TCATQGTGW 


TTGACTGTCr 




TCACXTTTTT 


GAATCnTAC 


7051 


CTAGACATTA 


CTCAQQCATT 


QCATTTAAAA 


TATA7GAQ33 


TTCTAAAAAT 


7101 


TTTTATCCTT 


GOGmnOAAAT 


AAAQQcnur 


CCCCCfiAAfiG 


TAUfiCAGGG 


7151 


TCATAATGnr 


TnOGTACAA 


00GATTTA3C 


rnATQCTCT 


GAQQCrnAT 



Figure 5 
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COMPLEMENTARY TO M13 




posmoN 


5* • 3* 


POSITION 




645 


AGCAACACrATCATA 


631 


M13/I 


615 


AOGAOGATMAAAOC 


601 


Ml 3/2 


585 


TTTrOCAAAAGAAGn" 
• • 


571 


M 1 3/3 


555 


MTAGTAAAATGTTT 
* • 


541 


M13/4 


525 


* * 


511 


M13/5 


495 


TCMTOXXXnCAAA 


481 


Ml 3/6 


465 




451 


M13/7 


435 


CAQGTCTTTAOOCTCl 
• 


421 


M13/8 


405 




391 


M13/9 


375 




361 


M13/IO 




COMPLEMENTARY TO SS PHAGE DNA 




POSITION 




POSITION 






5' • * 3' 






O 3 1 


ATATTTGAAGTCmr 
* • 


366 


M13/II 


371 


TCMUIGATGCAAT 


386 


M13/12 


391 


CTATAATACTGAQOG 
• • 


406 


M13/13 


4 1 1 


TGATTTATGGTCATT 
* • 


426 


M13/14 


431 


GTrTAAAGCATTTGA 
* ♦ 


446 


M13/15 


451 


TATTTATGACX^TTC 
* « 


466 


Mi3/16 


471 


TATCGAGTCTAAACA 
* - * 


486 


M13/17 


491 


CTCTQQGAAAACnC 
* • 


506 ' 


M13/I8 


511 


TCGCTATmGGTTT 


526 


M13/I9 


531 


AAACXHWOOGHTATCA 


546 


M 1 3/2 0 



Figure 6 



Primers for Nucleic Acid Production 
Derived from IVI13mp18 Sequence 
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Figure 7 

Appropriate M13mp18 Restriction Sites 
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Lane 1: from calf thymus + Taq digested mp18 amplification reaction 
Lane 2: from Taq digested mp18 amplification reaction 
Lane 3: from calf thymus amplification reaction 
Lane 4: 0X174 Hinfl size marker 



Figure 8 



14/23 




Lane 1: no template 

Lane 2: mp18 template, phosphate buffer 
Lane 3: Mspl/pBR322 size marker 
Lane 4: mp18 template. MOPS buffer 



Figure 9 
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Top= (+) Template 
Bottom= (-) Template 

Lane 1: phosphate buffer 
Lane 2: MES 
Une 3: MOPS 
Lane 4: DMAB 
Lane 5: DMG 

Lane 6: pBR322/Mspl size marker 



Figure 10 
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? 1 . ^. ' 

;1 2: 3 4 5 6 
4 A» N ^ 




Lane 1: DMAB buffer, no template 
Lane 2: DMAB buffer. mp1 8 template 
Lane 3: DMG buffer, no template 
Lane 4: DMG buffer, mpl 8 template 
Lane 5: No reaction 
Lane 6: 200 ng Taq I digested mp18 
size marker/positive control 



Figure 11 
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First Time Interval Second Time Interval 



Agarose Gel Analysis 

Lane 1: lambda Hind III marker 

Lane 2: Amp/Untreated 

Lane 3: Amp/Kinased 

Lane 4: Amp/Kinased/Llgated 

Lane 5: PCR/Untreated 

Lane 6: PCR/Kinased 

Lane 7: PCR/Kinased/Ligated 

Lane 8: 0X174/Hinf1 marker 



Figure 12 
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1 2 34 5 6 




Lane 1 : Primers alone 

Lane 2: Primers + taq digested Ml 3 DNA 

Lane 3: Molecular weight markers 

Lane 4: Primers + RNA 

Lane 5: Primers alone 

Lane 6: Ml 3 digested DNA 

Buffer was dimethyl amino glycine, pH 8.6 



Figure 14 



20/2^3 



1 2 34 5 6 




Lane 1 : Primers alone 

Lane 2: Primers + taq digested M13 DNA 

Lane 3: Molecular weight markers 

Lane 4: Primers + RNA 

Lane 5: Primers alone 

Lane 6: M13 digested DNA 

Buffer was dimethyl amino glycine, pH 8.6 



Figure 15 
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DISPLACEMENT 43 C OliERHIGHT 



580 600 &20 640 

Uawelength (nm) 



Figure 16 
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580- 600 620 6^10 

Wavelength (nm) 



Figure 17 
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pIBI 31-BH5-2 

fmet AUG of Lac 2 {T7 Promotor region— 

LAC PROMOTOR.JVTG ACC ATG ATT ACQ CCA GAT ATC AAA TTA ATA CGA CTC ACT ATA 

ollgo 50-mer 3'- tac l*aa t*gc ggt* cfa fag t*Vl aaf tat* get* gag fga l*al* c-5' 

10 base insert 

17 RNA Start {«« T3 Promotor Region ) 
IGGG CTC ICCT TTA GTG ACG GTT AAT 
"•»») «- T3 Start Signal 



pIBI 31 BSII/HCV 

fmet AUG of Lac z {T3 Promotor region -»] T3 RNA Start 
LAC PROMOTOR JVTG ACC ATG ATT ACG CCA AGC TCG AAA TTA ACC CTC ACT AAA /GOG 
ollgo 50-mer 3'- tac t*aa t*ac faa fgc ggt* t*V— 10 base Insert- 

{«- T7 Promotor Region ) 

MULTIPLE CLONING SITE + 390 BASE INSERT CTA /TAG TGA GTC CGT ATT AAT.... 

«- T7 Start Signal 

6 -cfa fag f ga gl*c gf a tt*a af 



Figure 18 



